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http://envisat.esa.int/
https://www.nccn.org/professionals/physician_gls/pdf/prostate.pdf
https://www.nccn.org/professionals/physician_gls/pdf/ovarian.pdf
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Box 1 of 4 

Reagents Color indicator Quantity Conservation 

Sample input strips Red 3 strips 15-25 °C 

Beads/Buffers Plates White 3 plates 4 °C 

Elution Buffer Green disc 3 x 1 mL 4 °C 

Table 1. Reagents in box 1 of HRR OncoKit 
 

Box 2 of 4 

Reagents Color indicator Quantity Conservation 

Fragmentation Buffer Green cap 72 µL -20 °C 

Fragmentation Enzyme White cap 36 µl -20 °C 

Reagent Plate White/Black  3 plates -20 °C 

Index strip* Black 3 strips -20 °C 

Table 2. Reagents in box 2 of HRR OncoKit 
 

Box 3 of 4 

Reagents Color indicator Quantity Conservation 

HRR Probe Strip White 3 strips -80 °C 

Table 3. Reagents in box 3 of HRR OncoKit 

“Magnis Empty Consumables” box; box 4 of 4 

Reagents Color indicator Quantity Conservation 

Magnis Library Output Strips Green 1 strip 15-25 °C 

QC Strips Blue 1 strip 15-25 °C 

Foil Seals - 5 15-25 °C 

Magnis 96-Well PCR Plate Blue 1 plate 15-25 °C 

Magnis Deep-Well HSM Plate White 1 plate 15-25 °C 

Magnis Thermal Cycler Seal - 1 15-25 °C 

Table 4. “Magnis Empty Consumables” box reagents; box 4 of 4 

NOTE: The kit contains two “Magnis Empty Consumables” boxes, one for each run of 3 samples on the Magnis 

instrument.  
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Temperature Time Cycles 

37 °C 15 minutes 1 

65 °C 5 minutes 1 

4 °C   

Table 5. Optimal fragmentation program 
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A1 Strip A2 Strip A3 Strip A4 Strip 

Index Sequence Index Sequence Index Sequence Index Sequence 

 A01 GTCTGTCA  A02 GCGAGTAA  A03 AGCAGGAA  A04 CCGTGAGA 

 B01 TGAAGAGA  B02 GTCGTAGA  B03 AGCCATGC  B04 GACTAGTA 

 C01 TTCACGCA  C02 GTGTTCTA  C03 TGGCTTCA C04 GATAGACA 

 D01 AACGTGAT  D02 TATCAGCA  D03 CATCAAGT D04 GCTCGGTA 

 E01 ACCACTGT  E02 TGGAACAA  E03 CTAAGGTC E04 GGTGCGAA 

 F01 ACCTCCAA  F02 TGGTGGTA  F03 AGTGGTCA F04 AACAACCA 

 G01 ATTGAGGA  G02 ACTATGCA  G03 AGATCGCA G04 CGGATTGC 

 H01 ACACAGAA  H02 CCTAATCC  H03 ATCCTGTA H04 AGTCACTA 

Table 6. Sequences of the indexes included in the kit.  

▪ 

▪ 

Index Strip number from the Post-

Run Data screen 
1 2 3 4 5 6 7 8 9 10 11 12 

Index Strip inscription A1 A2 A3 A4 A1 A2 A3 A4 A1 A2 A3 A4 

Table 7. Correlation between the Index on the Post-Run Data screen and the inscription on the strip. 
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𝐿𝑖𝑏𝑟𝑎𝑟𝑦 𝑐𝑜𝑛𝑐𝑒𝑛𝑡𝑟𝑎𝑡𝑖𝑜𝑛 (𝑛𝑀) = [𝐶𝑜𝑛𝑐𝑒𝑛𝑡𝑟𝑎𝑡𝑖𝑜𝑛 (
𝑛𝑔

𝜇𝐿⁄ ) ∙
1500

𝑆𝑖𝑧𝑒 (𝑏𝑝)
]
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MiSeq Reagents Kit Maximum no. of samples 

NextSeq 500/550 Mid Output v2.5 kit (150 cycles). Ref:20024904 16 

NextSeq 500/550 High Output v2.5 kit (150 cycles). Ref:20024907 32 

Table 8. MiSeq Illumina kit and maximum number of samples to be analyzed with HRR OncoKit.  
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http://www.datagenomics/
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http://www.datagenomics/
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Figure 29. 

 

 

MSS Inconclusive results MSI-L MSI-H 

0 – 0.17 0.18 – 0.20 0.21 – 0.30 0.31 - 1 
Table 9. Instability range using HRR OncoKit 
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http://www.datagenomics/
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Cromosoma Posición de inicio Posición final Gen Secuencia de referencia 

3 10105932 10106079 FANCD2 NM_033084 
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